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A MIE (Cancer)

Al

o8t =
=g Thc?us tial Speed)
it ¥ &40 Z8H (Exponential Spee
(Division) H|0f: £7Hs (Uncontrollable)
- 20| =35t HE 2 S FAlotn S}
I‘lxl AIE 3
il S Z24H ? B2 2A| (Ignored)
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e xpAle] 7o 9% ©@|@|@ C}2 xx|02 &1 (Stage 4)
(lm:;i-on) A g |@”@”@ |@\ %’71| £3| (Collapsed Boundaries)
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Mutation Type Visual Metaphor Outcome

Silent (X2)

Nonsense (HMdIA)

Frameshift (E01S)

Missense (2t2H)

RosieQ| &2 R HEAHHO0|(Missense) [ =0| A SLIC}.

Eil= SXIZIX|2, 3 7|50] ‘&H5] EXE W' OE XS HSLIC.
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= = (000 ]

% % 1 @Read_Identifier -—— &l
= | T | 2  ATCGGCTAGCT... —}— DNAAJRA
| ? —> % 3 +o FEX
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ABCAATATGAARAACTCGAARTGTCAGABTOTLT .

ATTCGOACCTCALATCSAGTATCATAGBCTETTA ' 2.4 Billion Base Pairs /
TTGTGATACCOBRETATUFTUCGACTEBEGAA

BTTGITETETEGECCRGATTGTAGOETTAST 200GB &A| Kf|o]E]
ABCETTCTGTASGECCTTTIGECT ...

4,847 UHE 7| HO|
(Raw Variants)

4 DAZ|E HM|ZE HO|
(High-Confidence)

1 Driver Mutation
(2= glol)

THE CULPRIT (2l E3 2tR)

KIT D816V
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Gene Mutation VAF Effect Known Cancer Gene

TP53 R248W 61.2% missense v Yes

PDGFRA D842V 33.4% missense v Yes

KIT D816V 84.7% missense v Yes
VAF (Variant Allele Frequency) 84.7%:
B MIZZ2| 84.7%7t O] %ﬁt&OIz ZHX[ 4
SLCk. 71 SEX2l H|E2 XIX|St= E210|H
SHHO| (Driver Mutation)?:,'LIE}.
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- krD816V
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Chemical structure to biological function
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mRNA TECHNOLOGY:
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